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Region* 4| 4| m|2 0 =Rz |Zz|=z|=
Deployed Country 1, Location A 3 1 1 7| 12
Country 1, Location B 1 1 1 1 1 5
Country 1, Location D 1 1
Country 2, Location A - 16 - 2 - 1 2 3 24
PACOM Eielson AFB, AK I N N R I e
JB Elmendorf-Richardson, AK R e e e N I I e e | 1 2
JR Marianas - Andersen AFB, Guam S N 1 2
Kadena AB, Japan -3 2 2 1] 16|
Kunsan AB, South Korea 2 1 1 4
Misawa AB, Japan - - - N R P P P R N I 1 1
Osan AB, South Korea - 1| - EI I I S I B B - - -] 4 5
Tripler AMC, HI - - - - - - - - - - - - - - 1 1
Yokota AB, Japan -1 6 2 2 2|73 37| %
Region 1 Hanscom AFB, MA 1|1 1 1] 4
USCG Academy, CT 1 3| -]2|2] 8
Region 2 CGAS Borinquen, PR e T T e e A I R I HE e e A R 1
FtDmm, NY - - - 1 4 - 1 6 1 5 3 1 2 10 &2
JB McGuire-Dix-Lakehurst, NJ - | 16 2 sl1 27121713 20 | 74
USMA - West Point, NY - 20 8 1 2 1 4 | 8 4 4 58 | 110
Region 3 Dover AFB, DE -3 1 1 1 1)1 8 | 16
JB Anacostia-Bolling, DC 1 1
JB Andrews, MD - 3 201 |1 7 | 1
JB Langley-Eustis, VA 5 2 1224|3228 46 | 105
NMC Portsmouth, VA 1 2 3
Region 4 Columbus AFB, MS 2 1 6 | 9
Eglin AFB, FL 4 12 1 4|82 4| 3%
Ft Bragg, NC 3 1 1 1|3 |1]6 |33 |13
Ft Campbell, KY 1 1 -2 3 3010
Hurlburt Field, FL 4 1 3| 8
JB Charleston (AF), SC 1 2 3
Keesler AFB, MS , N e 1 6 | 10
MacDill AFB, FL 1 3| 4
Maxwell AFB, AL o I e R R I I S 1 6 | 9
Moody AFB, GA -6 21 1 1|52 |7 |1]12] 38
NH Beaufort, 5C 2 2
NH Camp Lejeune, NC 4| 4
NH Jacksonville, FL 2 2
Patrick AFB, FL 1 1
Robins AFB, GA 5 1 4 | 10
Seymour Johnson AFB, NC S T I I A A I R I A A R S | 3 7
Shaw AFB, 5C 5 2 1 4|11 3 3 211 4
. (Contdd on
* CONUS | ocations are based on Health & Human Services regions.
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Laborator-YuRes alti ye for Season
GrapPetcent influen2zOaR23pb6isunveeiblyl aveed :year -2a0n1ld7 1 hsru
veill ance year
350 ~100
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300 — — :
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'3 200 — | - .g
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éwof L z;
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50 —. :
- —10
2015-2016 Season 2016-2017 Season
Influenza Subtypes: [l A(H1N1)pdm09 [l A(HI3N2) B [] Not Influenza Percent Influenza Positive: —
Note: Dual influenza coinfections are excluded fromchbhilsage apér|c Spe
positive, but are not displayed in the graph.
TablleLl2.by age gR®dpy f orGrtalpdl LZAQ 1b6y benef i ci €0y 7st a|t us
surveillance year througshurWeeeikl |lI2ance year throlugh
Retiree Other
Age Group| Frequency| Percent
0-5 325 23.26
6-9 93 6.66
10-17 141 10.09
18-24 217 1553
2544 466 33.36
45-64 112 8.02
65+ 43 3.08
Demographic Summary
of 1,397 1 LI cases, 541 (38. 7Y% 0 %)
are children, 203 (14.5%) are ree
and other beneficiaries. The n D W n
age (n=1,397) is 22 (range 0, Active Du
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Region* 4| A | w20 Z|R[s|EE|Z|Z|Z =
Deployed Country 1, Location A 3 1 1 7] 12
Country 1, Location B 1 1 1 1 1 5
Country 1, Location D 1 1
Country 2, Location A 16 2 1| 2 3 |
PACOM Eielson AFB, AK 1 4 5
JB Elmendorf-Richardson, AK 1 1 2
JR Marianas - Andersen AFB, Guam 1 1 2
Kadena AB, Japan 3 2 2 1|16 | 24
Kunsan AB, South Korea 2 1 1 4
Misawa AB, Japan 1 1
Osan AB, South Korea 1 4 5
Tripler AMC, HI 1
Yokota AB, Japan 6 2 2|7 |3 37 | 59
Region 1 Hanscom AFB, MA 1)1 1 1 4
USCG Academy, CT 1 3 2| 2 8
Region 2 CGAS Borinquen, PR 1 1
Ft Drum, NY 1| 4 1]6 513 |12 10 | 3#
JB McGuire-Dix-Lakehurst, NJ 16 2 511 7012713 29 | T
USMA - West Point, NY 20 8 1 2 114|844 58 | 110
Region 3 Dover AFB, DE 3 1 1 1 1 8 | 16
JB Anacostia-Bolling, DC 1 1
JB Andrews, MD 3 2 1|1 7| 14
JB Langley-Eustis, VA 5 2 122413228 46 | 105
NMC Portsmouth, VA 1 2 3
Region 4 Columbus AFB, M5 2 1 6 9
Eglin AFB, FL 4 1|2 1 4 |8 14| 3
Ft Bragg, NC 3 1 1 13|16 |3 |3]|1]33
Ft Campbell, KY 1 1 2 3 3| 10
Hurlburt Field, FL 4 1 3| 8
JB Charleston (AF), SC 1 2 3
Keesler AFB, MS 1|2 1 6 | 10
MacDill AFB, FL 1 3 4
Maxwell AFB, AL 1 1 1 6 | 9
Moody AFB, GA 6 2|1 1 1|5 |2]7]|1|12] 3
NH Beaufort, SC 2 2
NH Camp Lejeune, NC 4| 4
NH Jacksonville, FL 2 2
Patrick AFB, FL 1 1
Robins AFB, GA 5 1 4 |10
Seymour Johnson AFB, NC 1 1)1 1 3 7
Shaw AFB, SC 5 2 1 4|1 1 3 3 2|4
(Contod aon
* CONUS | ocations are based on Health & Human Services relgion
88ABMWM 55508 and PA email guidance
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Laborat ordyl hReswglht LCurrent Surveilllan
Tabl Eufiul ative results by region and 2ddat isaumr viear| | sap
(Contdéd from page 7)
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= | = | = = .| @ E clmlO =S| | O
Region* 2|2 |d|n|d V|0 |Z|=S|xn|EE|Z|Z | Z =
Region 5 Scott AFB, IL 1211 1|6 | 12
Wright-Patterson AFB, OH -1 1)1 1|1 8 | 13
Region 6 Altus AFB, OK 1| -] - -1 - 4 14| 19
Barksdale AFB, LA - N e 1 3 5
Cannon AFB, NM -2 -l -1-]-1-]1]1 3 8 | 15
FtPoll, LA o e e e e 1] 2
Laughlin AFB, TX -l -l 21 - -l - - 1 3
Sheppard AFB, TX cw - - - -3 - e-a]-]-]13] s
Tinker AFB, OK -l |- - -1 -f1]4]|3]|6s 25 | 52
Vance AFB, OK - - - S N S S I R [ -l - - 7 7
Region 7 McConnell AFB, KS 5 1 1] 2 4 13 | 2%
Offutt AFB, NE 2 1 2 4 0| 19
Region 8 Ellsworth AFB, SD 2 3 3 6 | 14
FE Warren AFB, WY -1 2 1112 10 | 18
Hill AFB, UT - 2 a2 |4 19 | 45
Malmstrom AFB, MT - 3| - N 1 3 8
M inot AFB, ND - T-1-1-T-1T-1-71: 2 1| 7
Peterson AFB, CO 5 1] - 1(1]3 4 8 23
USAF Academy, CO 1 1 1)1 1|5
Region 9 Beale AFB, CA 2 2
Davis-Monthan AFB, AZ 5 3 1| 23
Luke AFB, AZ I I 2 1 1 3|7
Nellis AFB, NV 12 ]-|1]2 i 43|25 2|35
Travis AFB, CA S I+ I N e B A A I | 511 |8 % | 75
Vandenberg AFB, CA S e e 3
Region 10  |CGS North Bend, OR S U I I A I I S I D (i I 1
Fairchild AFB, WA 1o -1t -]3|-|-]3]|2]4 28 | 52
JB Lewis-McChord, WA S I I I R I R I D A I 1
Mt Home AFB, ID Sl oo o3 [12] 2 46 | 101
NH Bremerton, WA -3 -l -3 - -] - -12]3|3]2 1 | 17
T otal 2 |235| 1 |12 31| 2 |43 |18 |2 |97 |71 |153]55 | 8 |643|1397
* CONUS | ocations are based on Health & Human Services relgion
88ABMW 5%508 and PA email guidance
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Mol ecul ar Seqguence Analysis [Re

USAFSAM Epidemi ol ogy Laboratory
This is the first USAFSAM influeB@a&a7seqtitEneazausepbhb
tot al of 34 specimens collected between 13 August| 20
USAFSAM and nine hemagglutinin sequences pra)iidred]| by
Cambodi a. The influenza A virus subtypes submitteped
(64. 7%) influenza A(H3N2); eight (23.5%) influenzp B
The proportions of each subtype/lineage submitted]| by
source by influenza subtype/lineage are depicted n
are shown for each sentinel site @®ndlidaptlaysulhhmi tpthiyn @
ships among NA sequences for each subtype and | inpag

A NAMR-D B USAFSAM
N=9 N=25
. A(H1N1)pdm09 . A(H3N2) . B/Victoria . B/Yamagata
C A(H1IN1)pdmo9D A(H3N2) E B/VictoriaF B/ Yamagat a
N=3 N=22 N=8 N=1
| NAMRU2 []] USAFSAM

FigurePrloportion of influenza hemagglutinin segment spque
NAMRR® and B) USAFSAM; and the proportion of influenza he
NAMRE2 and USAFSAM for C) A(H1IN1)pdmO09, D) A(H3N2), E)l BI
88ABMWM 55508 and PA email guidance
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Tabllelhfluenza subtypes and | ineages from correspondinpg s
2017 USA¥SAMielncing report. Sites marked with an asterl]i sk
tributed influenza positive speci mens.

g s =
£ E & 2
2 g2 °
= S 5 3
= = 5 5
<L
California
Beale AFB 1 1
Travis AFB 2 2
Vandenberg AFB 1 1
Connecticut
USCG Academy 2 2
Maryland
NCRM - Walter Reed NMMC 1 1
Mississippi
Keesler AFB 1 1 2
Nevada
Nellis AFB 1 1 2
New York
USMA - West Point 2 2
Ohio
Wright-Patterson AFB 1 1
Texas
SAMMC 1 1 2
Washington
Fairchild AFB 1 1
NH Bremerton 3 3
‘oconus
Cambodia
NAMRU-2 * 2 1 6 9
Germany
Landstuhl RMC 1 1
Japan
Kadena AB 2 2
Yokota AB 1 1
South Korea
Osan AB 1 1
Grand Total 3 22 8 1 34

88ABMWM 55508 and PA email guidance
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Figure 2. Influenza A(H1N1)pdmO09 HA Phylogenetic Analysis

Current 2016 -2017 A(H1IN1)pdmO09 Vaccine strain:
A/California/07/2009

Reference Strain
September 2016
November 2016

ADD GLY Create Glycosylation Motif
Fi CDC Reference Antigen
wF i WHOcc Reference Antigen
SAg - Serology Antigen
WSAg i WHOcc Serology Antigen
e Egg Isolate
ORES - Oseltamivir Resistant

S143G
E283G ;
WA/Cambod@/ADO?SGS/ZOlG
G482R p/Cambodia/FSS33232/2016
chic A/Guangdong -Luohu /SWL1294/2016 e wSAg
A/Mississippi/x5/2016
vidrl A/Fiji/3/2016 e wF

P83S i .

vidrl A/Singapore/GP1911/2015 e wF
D97N - 6B.1
K163Q - | |A/Scotland/P2/2015 e
S185T

A/Slovenia/2903/2015 e
S203T
A256T S84N 2016 6B.1 Consensus Feb -Sep
K283E S162N ADD GL crick A/Bratislava/342/2016 wSAg
1321V 1216T
E374K A/Saitama -C/10/2016 ORES
S451IN L A/Michigan/45/2015 e wF F SAg wSAg
E499K
2016 6B.2 Consensus Feb -Sep
A/Sapporo/18/2016 6B.2
—— A/Yokohama/50/2015
L— vidrl A/Tasmania/24/2014 e wF
AlCalifornia/07/2009 e F SAg wSAg
A
0.002
88ABMWM 55508 and PA email guidance
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|l nfl uenza A(H3N2)
T Among the influenza A isol ates, 88. 0% wer e n f
sequences are chajyachengzpdylaoaganeti ghboee wil|th
previous vaccine strain, A/ Texas/ 50/ 2012 (Fi glur e
T The A(H3N2) i1isolates characterized for 9B S% e
compared 2017henf2Olénza vaccine comp&erenmtrusd/|Hor
T Al of the influenza A(H3N2) i sol at e sonsee g(u9e5pn. c4el
of the influenza A(H3N2) sequences classified ac:c
3C.3a. Of note, 10 (47.6%) of the 3C. 2a isol ate-:c
defined by the 171K, 406V, and 484E mutati ons|.
T As Among the influenza A(H3N2) isolates chafgac
to methionine), S124G (serine to glycine), NI1{44S:
N158H (asparagine to histidine), and T160K (tlhr e
agl ycosyl ation moti f. Two other mutations, NL 28
threonine), were observed that could cause t hle ¢
T of the 39 mutations present in the A(H3N2) 5 p e
site A, four at site B, zero at site C, zerop a
bindi itg site.
88ABMWM 55508 and PA email guidance
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Figure 3. Influenza A(H3N2) HA Phylogenetic Analysis
Current 2016 -2017 A(H3N2) Vaccine strain:
A/Hong Kong/4801/2014
Reference Strain
August 2016
September 2016 _
October 2016 1140M NED_ ArTexasix15/2016
November 2016 Gl42R | a/california/4818/2016
GA79E
ADD GLY Create Glycosylation Motif R142 b77E A/Maryland/x1/2016
LOSS GLY Loss of Glycosylation Motif A/Washington/236/2016
F i CDC Reference Antigen AlJapan/244/2016
wF i WHOcc Referencg Antigen K92R H311Q A/Japan/338/2016
SAg - Serology Antigen S124G LOSS GEYSL
WSAg i WHOcc Serology Antigen N121H _ AlJapan/21/2016
MNAg - Microneutralization Antigen R142G — vidrl A/Newcastle/30/2016 wSAg F 3c.2al
e Egg Isola@e _ LS8V R142K A /Nevada/293/2016
FRAT FOC_‘_JS Reduction Antigen 2016 HA 3C2a Consensus Feb -Sep
HKLRT Low Reac.tor to "flle vidrl A/Canberra/7/2016 WSAg
A/Hong Kong/4801/2014 -l i ke Cel | ( (?gst\lélgz f IAR?gllifornia/74/2016
A/California/62/2016
T160K .
oSS 6Ly | —] iid A/Nagano -C/21/2016 wSAg
T131K = crick A/Hong Kong/97/2016 wSAg
R261 - -
MNCahfcrmaMW/zOlG
A/SouthKorea/195/2016
R142G A/Alaska/240/2015 e F
B GoE N121K 5262 cambodia/F$S33465/2016
i A/Brisbane/47/2015 e F
A/Hong Kong/7127/2014 F wF wSAg
M168V N121K_|:A/Washington/4800/2016 3c.2a
\ S144H A/NewYork/4875/2016
— A/Ohio/w111/2016
A/Nebraska/19/2015 F
Q197R N121K L431M
\\ A/Germany/x10/2016
crick A/Slovenia/129/2016 wSAg
K160T A/Laos/1810/2015 F
ADD GLY crick A/South Africa/R2651/2015 wF
T10M :
A/Connecticut/4761/2016
L3l LOSS Glyh7y o
N128T ADD GLY |140M  V347M A/Mississippi/x6/2016
N144S LOSS GLF | g;gzg R A/Connecticut/4819/2016
2135191\; R &/Washington/14/2016
N145S A/North Dakota/19/2016 FRA MNAg
P198s — A/Michigan/15/2014 F SAg
giggz L A/Hong Kong/4801/2014 Feb e wF F SAg MNAg WSAg
xﬁgé _|_7A/Idah0/33/2016 eF
R142G F103S 2016 HA 3C3a Consensus Feb -Sep
F159S ~|7 AlTexas/88/2016 FRA HKLR F SAg MNAg wSAg 3c.3a
K326R A/Switzerland/9715293/2013 e F wF SAg wSAg
L3I SOIMI144K LOSS 3E/N(—:‘WYOrk/354/2016
AlTexas/50/2012 F
—
0.002
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Il nfl uenza B
T The influenza B isol ates ar e -jcdiamiarcg eph yleadg|e me
with reference strains and are midpoint rootid
BkYamagata i sol ates (Figure 5).
T The distinguishing characteristic between tlhe
defined by an amino acid deleti oAEighvi(88e8Mpe
nine influenza B isolates characterized in this
(11.1%) fal/l into the Yamagata | ineage.
T The influenza B/ Victoria isolates character|li z
98-98. 9% when comgdrlegd Bt/ oWitcheor2@l& acci ne-ldddkmp/lon e
Virus, while the influenza B/ Yamagata isol atfe e
the - 2015 B/ Yamagata vaccint¢i&teraimusB/ Phuket 30
1T Al | of the influenza B/ Victoria isolates fall
fal l into clade Y3.
T I'n the Victoria |ineage, one mutation, A199T
gl ycosylation motif. I n the Yamagata | ineage|l o
observed that adds a glycosylation moti f.
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Current 2016 -2017 B/Victoria
vaccine strain:
B/Brisbane/60/2008
Reference Strain
September 2016
November 2016
ADD GLY Create Glycosylation
Motif
F i CDC Reference Antigen
wF 1 WHOcc Reference Antigen
CSAg i Common Serology Antigen
wSAg i WHOcc Serology Antigen
e Egg Isolate

LR- Low Reactor to

Figure 4. Influenza B/Victoria HA Phylogenetic Analysis

|: A/Cambodia/FSS33515/2016

— A/Cambodia/FSS33491/2016
2016 B/Victoria HA Consensus Feb Sep

_|: B/Texas/x16/2016

B/Zhejiang -Dinghai /1466/2016 Jun
A/Cambodia/AD07596/2016

“EEA/Cambodia/FSSB347O/2016

X/cambodia/FSS33359/2016
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Figure 5. Influenza B/Yamagata HA Phylogenetic Analysis
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http://www.med.navy.mil/sites/nmrc/Pages/namru_2.htm
http://www.med.navy.mil/sites/nmrc/Pages/namru3.htm
http://afrims.amedd.army.mil/
http://www.med.navy.mil/sites/nhrc/Pages/default.aspx

