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*CONUS locations are based on Health & Human Services regions. Other locations are defined by COCOM. 

Table 1. Finalized results by region and location for specimens collected during Weeks 11 & 12 

(Contôd on page 3) 
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Laboratory Results - Cumulative for Season 

Graph 1. Percent influenza positive by week: 2015-2016 surveillance year and through Week 12 of the 2016-2017  sur-

veillance year 

Note: Dual influenza coinfections are excluded from this graph. Specimens with pending results are used in the denominator to calculate percent 

positive, but are not displayed in the graph.  

Demographic Summary 

Of 4,079 ILI cases, 1,424 (34.9%) are service members, 1,813 

(44.5%) are children, 548 (13.4%) are spouses, and 294 (7.2%) are 

retirees and other beneficiaries. The median age of ILI cases with 

known age (n=4,079) is 21 (range 0, 96). 

Graph 2.  ILI by beneficiary status for the 2016-2017 

     surveillance year through Week 12  

Table 2. ILI by age group for the 2016-2017  

               surveillance year through Week 12 



 

 DoD  Global, Laboratory-Based, Influenza Surveillance Program 

88ABW-2015-5508 and PA email guidance dated 10 November 2015. 

5 

Graph 3. Vaccination status by beneficiary type for the 2016-2017 surveillance year through Week 12 

Map 1.  Influenza subtypes and activity level by U.S. region for the 2016-2017 surveillance year through Week 12 

PR - Region 2 HI - Region 9 

AK - Region 10 

Influenza A(H3N2) 

Influenza A(H1N1)pdm09 

Influenza B 

Influenza A/not subtyped 

Influenza Results - Cumulative 

Influenza Activity - Past 2 weeks 

No activity (0% +) or no submissions 

Low (<25% +) 

Moderate (25-49% +) 

High (>50% +) 

(n = # of finalized results) 
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Laboratory ResultsðThrough Current Surveillance Week 12 

Table 3.  Cumulative results by region and location for specimens collected during the 2016-2017 surveillance year  

*CONUS locations are based on Health & Human Services regions. Other locations are defined by COCOM. 

(Contôd on page 8) 
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(Contôd from page 7) 

Laboratory ResultsðThrough Current Surveillance Week 12 

Table 3.  Cumulative results by region and location for specimens collected during the 2016-2017 surveillance year  

*CONUS locations are based on Health & Human Services regions. Other locations are defined by COCOM. 
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Molecular Sequence Analysis Report #6 

This is the sixth USAFSAM influenza sequence surveillance report for the 2016-2017 influenza season and 

includes a total of 113 specimens collected between 13 July 2016 and 25 January 2017, with 78 influenza 

positive specimens sequenced at USAFSAM and 35 hemagglutinin sequences provided by the Naval Health 

Research Center (NHRC) in San Diego. Among the specimens analyzed, four (3.5%) were influenza             

A(H1N1)pdm09, 101 (89.4%) were influenza A(H3N2), two (1.8%) were influenza B/Victoria lineage, and 

six (5.3%) were influenza B/Yamagata lineage. Figure 1 shows the proportion of specimens sequenced at  

USAFSAM and NHRC for hemagglutinin (HA) and analyzed for this report by subtype or lineage.  The  

number of sequences for each subtype and lineage included in this report are shown for each sentinel site and 

partner lab location in Table 1.  Figures 2-5 display the phylogenetic relationships among HA sequences for 

influenza A(H1N1)pdm09, A(H3N2), and influenza B/Victoria and B/Yamagata lineages, respectively. 

 

 

 

 

 

 

 

 

 

 

Figure 1: Proportion of hemagglutinin (HA) sequence subtypes and lineages analyzed for this report, sequenced at A) the United States Air Force 

School of Aerospace Medicine (USAFSAM), B) Naval Health Research Institute (NHRC), and C) total laboratories. 
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https://ermc.amedd.army.mil/landstuhl/index.cfm
http://www.usamrukenya-deid.org/
http://www.tamc.amedd.army.mil/default.htm
http://www.med.navy.mil/sites/namru6/Pages/security.htm
http://www.med.navy.mil/sites/namru3/Pages/Naval Medical Research Unit3.aspx
http://afrims.amedd.army.mil/
http://www.med.navy.mil/sites/nmrca/SitePages/Home.aspx

